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Cg1 and Cg2 are the centroids of the C4-C9 and C21-C26 rings, respectively. 
Tiekink Comment
The biological activity of phenanthrene compounds (Wang et al. 2010; Rostom et al., 2011) , has motivated structural studies on these systems Asiri et al., 2011; Al-Youbi et al., 2012) and led to the characterization of the title compound, (I).
In (I), Fig. 1 , the cyclohexa-1,3-diene ring has a screw-boat conformation as quantified by the following geometric parameters (Cremer & Pople, 1975) : puckering parameters q 2 = 0.499 (2) Å and q 3 = 0.176 (2) Å, and amplitudes: Q = 0.529 (2) Å, θ = 70.6 (2)° and φ 2 = 91.2 (3)°. The benzene rings of the 1,2-dihydronaphthalene and methoxybenzene residues form dihedral angles of 27.61 (6) and 59.47 (7)°, respectively, with the central dicyanobenzene ring, indicating a fold in the fused ring system and a twist of the methoxybenzene ring out of the plane of the benzene ring to which it is connected. The N-acetylacetamide residue has an anti conformation and is essentially planar. The r.m.s. deviation for the seven fitted atoms = 0.0935 Å with maximum deviations of 0.1476 (15) Å for the O2 atom and -0.1378 (15) Å for the C19 atom. This residue is inclined in a perpendicular fashion with respect to the benzene ring to which it is connected, forming a dihedral angle of 89.14 (6)°.
The three-dimensional architecture of (I) is stabilized by C-H···O and C-H···π interactions, Fig. 2 and Table 1 .
Notably, the O2 atom of the N-acetylacetamide, i.e. the oxygen atom residue directed away from the rest of the molecule, participates in three C-H···O interactions, Table 1 .
Experimental
A mixture of 3-amino-1-(4-methoxyphenyl)-9,10-dihydrophenanthrene-2,4-dicarbonitrile (0.01 mmol), acetic anhydride (5 ml) and conc. H 2 SO 4 (0.5 ml) was heated over a boiling water bath for 10 min. The solution was cooled, poured onto ice-cold water, treated with 20% NaOH solution till alkaline (pH = 11). The crude solid product was filtered and recrystallized from ethanol. Yield: 68%. M.pt: 455-457 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. 
Computing details

Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 70% probability level. 
